
C
E

N
TE

R
 F

O
R

 B
IO

LO
G

IC
A

L 
S

E
Q

U
E

N
C

E
 A

N
A

LY
S

IS

Introduktion til Bioinformatik

Anders Gorm Pedersen

Molekylær Evolutions Gruppen
Center for Biologisk Sekvensanalyse

DTU Systembiologi
gorm@cbs.dtu.dk

mailto:gorm@cbs.dtu.dk
mailto:gorm@cbs.dtu.dk


C
E

N
TE

R
 F

O
R

 B
IO

LO
G

IC
A

L 
S

E
Q

U
E

N
C

E
 A

N
A

LY
S

IS

What is bioinformatics?

Bioinformatics: computational analysis of biological data
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Molecular Basis for Heredity: DNA

A always paired with T

C always paired with G
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Molecular Basis for Evolution: DNA Mutation



A history of mutations

ATGGCCCTGTGTATGCG

ATGGCAATGTGGATGCA

ATGGCCCTGTGGATGCG

ATGGCCCCGTGGATGCG

ATGTCCCCGTGGATGCG
ATGGCCCCGTGGAACCG

Time



• Species1:  ATGGCAATGTGGATGCA

• Species2:  ATGGCCCCGTGGAACCG

• Species3:  ATGTCCCCGTGGATGCG

“DNA alignment”



Insertions and deletions: alignment “gaps”

ATGGCCCTGTGTATGCGTime

ATGGCCCTGTGTATGCGATGGCCCTCCCGTGTATGCG

Insertion: 
3 nucleotides added



Insertions and deletions: alignment “gaps”

ATGGCCCT---GTGTATGCG
ATGGCCCTCCCGTGTATGCG
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Symbolic representation of DNA structure

•DNA molecule is a linear polymer

•Structure can be represented as string of 4 symbols: ACTG

•These “sequences” can be analyzed mathematically/
linguistically



C
E

N
TE

R
 F

O
R

 B
IO

LO
G

IC
A

L 
S

E
Q

U
E

N
C

E
 A

N
A

LY
S

IS
HIV genome (approximately 10.000 nucleotides)

GCGAAAGCGAAAGTAGAGCCAGAGGAGATCTCTCGACGCAGGACTCGGCTTGCTGAAGTGCACTCGGCAAGAGGCGAGAGCGGCGACTGGTGAGTACGCCATTTATATTTGACTAGCGGAGGCTAGAAGGAGAGAGATGGGTGCGAGAGCGTCAATATTA
AGAGGCGAAAAATTAGATAAATGGGAAAAAATTAGGTTAAGGCCAGGGGGAAAGAAACACTATATGCTAAAACACCTAGTATGGGCAAGCAGGGAGCTGGAAAGATTTGCACTTAACCCTGGCCTTTTAGAAACAGCAGATGGCTGTAAACAAATAATAA
AACAGCTACAACCAGCTCTTAAGACAGGAACAGAGGAACTTAGATCATTATTCAACACAGTAGCAACTCTCTATTGTGTACATAAAGGGATAGATGTACGAGACACCAAAGAAGTCTTAGACAAGATAGAGGAAGAACAAAACAAAGTTCAGCAAAAAAC
ACAGCAGGCAAAGGAGGCTGACGGGAAGGTCAGTCAAAATTTTCCTATAGTGCAGAATCTCCAAGGGCAAATGGTACACCAGGCCATATCACCTAGAACTTTAAATGCATGGGTAAAAGTGGTAGAAGAGAAGGCTTTTAGTCCAGAAGTAATACCCATG
TTTTCAGCATTATCAGAAGGAGCCACCCCACAAGATTTAAACACCATGCTAAACACAGTGGGGGGACATCAAGCAGCCATGCAAATATTAAAAGATACCATCAATGAAGAGGCTGCAGAATGGGATAGATTACATCCAGTACATGCAGGGCCTAATCCAG
TAGGCCAAATGAGAGAACCAAGGGGAAGTGACATAGCAGGAACTACTAGTACCCTTCAGGAGCAAATAGCATGGATGACAAGTAACCCACCTGTTCCAGTAGGAGACATCTATAAAAGATGGATAATTCTGGGATTAAATAAAATAGTAAGAATGTATAG
CCCCACCAGCATTCTGGACATAAAACAAGGGCCAAAGGAACCCTTTAGAGACTATGTAGACCGGTTCTTTAAAACTTTAAGAGCGGAACAAGCTACACAAGATGTAAAAAATTGGATGACAGACACCTTGTTGGTCCAAAATGCGAACCCAGATTGTAAG
ACCATTCTAAGAGCATTAGGACCAGGGGCTTCAATAGAAGAAATGATGACAGCATGTCAGGGAGTGGGAGGACCTAGTCATAAAGCAAGAGTGTTGGCTGAGGCAATGAGCCAAACACAAAATACCATAATGATGCAGAGAAGCAATTTTAAAGGCCCTA
AAAGAATTGTTAAATGTTTCAACTGTGGCAAAGAAGGGCACATAGCCAGAAATTGCAGGGCCCCTAGGAAAAAGGGCTGTTGGAAATGTGGAAAAGAAGGACACCAACTGAAAGATTGTACTGAGAGACAGGCTAATTTTTTAGGGAAAATCTGGCCCTC
CCACAAGGGAAGGCCAGGGAATTTTCTTCAGAGCAGACCAGAGCCAACAGCCCCACCAGAGGAGAGCTTCAGGCTTGGGGGAGAGACAACAACTCCAGCTCAGAAGCAGGAGTCAACAGACAAGGAACTATATCCTTTAACCTCCCTCAGATCACTCTTT
GGCAACGACCCCTCGTCACAATAAAGATAGGGGGGCAATTAAAGGAAGCTCTATTAGATACAGGAGCAGATGATACAGTATTAGAAGACATGAATTTGCCAGGGAAATGGAAACCAAAAATGATAGGGGGAATTGGAGGTTTTATCAAAGTAAGACAGTA
TGAACAAGTACCCATAGAAATCTGTGGACACAAAGCTATGGGTACAGTATTAGTGGGACCTACACCTGTCAACATAATTGGGAGAAATCTGTTGACTCAGCTTGGTTGCACTTTAAATTTTCCAATTAGTCCCATTGAAACTGTACCAGTAAAATTAAAG
CCAGGAATGGATGGCCCAAAGGTTAAACAATGGCCATTGACAGAAGAGAAAATAAAAGCATTAACAGAAATTTGTAATGAAATGGAGAAGGAAGGAAAAATTACAAAAATTGGGCCTGAAAATCCATATAACACTCCAATATTTGCCATAAAAAAGAAGG
ACAGTACTAAGTGGAGGAAATTAGTAGATTTCAGGGAACTCAATAAAAGAACTCAAGACTTTTGGGAAGTTCAATTAGGAATACCACACCCAGCAGGGTTAAAAAAGAAAAAATCAGTGACAGTACTAGATGTGGGGGATGCATATTTTTCAGTTCCTTT
ATATGAAGAATTCAGGAAATATACTGCATTCACCATACCTAGTATAAATAATGAAACACCAGGGATCAGGTATCAATACAATGTACTTCCACAGGGGTGGAAAGGATCACCAGCAATATTCCAAAGTAGCATGACAAAAATCTTAGAGCCTTTCAGAAAA
CAAAATCCAGACATAGTTATCTATCAATACATGGATAACTTGTATGTAGGATCTGACTTAGAGATAGGGCAACATAGAACAAAAATAGAGGAACTGAGACAACATTTGTTGGGGTGGGGATTTACCACACCAGACAAGAAACATCAGAAAGAACCTCCAT
TTCTTTGGATGGGGTATGAACTCCATCCTGACAAATGGACAGTACAGCCTATAAAACTGCCAGAAAAGGAAAGCTGGACTGTCAATGATATACAAAAGTTAGTGGGAAAGTTAAACTGGGCAAGTCAGATTTATCCTGGAATTAAAGTAAGGCAACTTTG
TAAACTCCTTAGGGGGACCAAAGCACTAACAGACATAGTACCACTAACTGAAGAAGCAGAATTAGAATTGGCAGAAAACAGAGAAATTCTAAAAGAACCAGTACATGGGGTATACTATGACCCATCAAAAGACTTGATAGCTGAAATACAGAAACAGGGG
CAGGACCAATGGACATATCAAATTTACCAAGAACCATTCAAAAATCTAAAGACAGGGAAATATGCAAAAATGAGGACTGCCCACACTAATGATGTAAAACAATTAACAGAGGCTGTGCAGAAAATAGCCATGGAAAGCATAGTAATATGGGGTAAGACCC
CTAAATTTAGATTACCCATTCAAAAAGAAACATGGGAAACATGGTGGACAGACTATTGGCAAGCCACCTGGATTCCTGAGTGGGAATTTGTTAATACCCCTCCCTTAGTAAAATTATGGTACCAGCTGGAAAAAGATCCCATAGTAGGAGCAGAAACTTT
CTATGTAGATGGAGCAGCTAATAGGGAAACTAAAATAGGAAAAGCAGGGTATGTTACTGACAGAGGAAGGAAAAAGGTTGTTTCCCTAACTGAAACAACAAATCAGAAGACAGAATTGCAAGCAATTTGTATAGCTTTGCAAGATTCAGGATCAGAAGTA
AACATAGTAACAGACTCACAGTATGCATTAGGGATCATTCAAGCACAACCAGATAAGAGTGAATCAGAGTTAGTTAACCAAATAATAGAACAATTAATAAAAAAGGAAAGAGTCTACCTGTCATGGGTACCAGCACATAAAGGAATTGGAGGAAATGAAC
AAGTAGATAAATTAGTAAGTAGTGGAATCAGAAAAGTGCTATTTTTAGATGGAATAGATAAAGCTCAAGAAGAACATGAAAGATATCACAGCAATTGGAGGGCAATGGCTAGTGACTTTAATCTGCCACCCATAGTAGCAAAAGAAATAGTGGCTAGCTG
TGATCAATGTCAGCTAAAAGGAGAAGCCATGCATGGACAAGTAGACTGTAGTCCAGGGATTTGGCAATTAGATTGTACCCATTTAGAAGGAAAAATCATCCTGGTAGCAGTCCATGTAGCCAGTGGCTACATGGAAGCAGAAGTTATCCCAGCAGAAACA
GGACAAGAAACAGCATACTTTATACTAAAATTAGCAGGAAGATGGCCAGTCAAAGTAATACATACAGACAATGGTAGTAACTTCACCAGTGCTGCAGTTAAGGCAGCCTGTTGGTGGGCAGGTATTCAACAGGAATTTGGAATTCCCTACAATCCCCAAA
GTCAGGGAGTAGTAGAATCCATGAATAAAGAATTAAAGAAAATTATAGGGCAGGTAAGAGATCAAGCTGAGCACCTTAAGACAGCAGTACAAATGGCAGTATTCATTCACAATTTTAAAAGAAAAGGGGGGATTGGGGGGTACAGTGCAGGGGAAAGAAT
AATAGATATAATAGCAACAGACATACAAACTAAAGAATTACAAAAACAAATTACAAAAATTCACAAATTTCGGGTTTATTACAGAGACAGCAGAGACCCCACTTGGAAAGGACCAGCCAAACTACTCTGGAAAGGTGAAGGGGCAGTAGTAATACAAGAT
AACAGTGACATAAAGGTAGTACCAAGGAGGAAAGCAAAAATCATTAAGGACTATGGAAAACAGATGGCAGGTGCTGATTGTGTGGCAGGTAGACAGGATGAAGATTAGAACATGGAATAGTTTAGTAAAACACCATATGTATATTTCAAAGAGAGCTAAT
AAATGGGTTTATAGACATCATTATGAAAGCAGACATCCAAAAGTAAGTTCAGAAATACACATCCCAGTAGGAGAGGCTAAATTAGTAATAAAAACATATTGGGGGTTGCAAACAGGAGAAAGAGATTGGCATTTGGGTCATGGAGTCTCCATAGAATGGA
GAATGAGAAAATATACCACACAAATAGAACCTGGCCTGGCAGACCAGCTAATTCATTTGTATTATTTTGATTGTTTTGCAGACTCTGCCATAAGAAAAGCCATATTAGGACACATAGTTATTCCTAGGTGTGACTATCAAGCAGGACATAATAATAAGGT
AGGATCTCTACAATACTTGGCACTGACAGCATTGATAAAACCAAAAAAGATCAAGCCACCTCTGCCTAGTATTCAGAAATTAGTAGAGGATAGATGGAACAATCCCCAGAAGATCAGGGGCCGCAGAGGGAACCATACAATGAATGGACACTAGAGCTTC
TAGAAGAGCTCAAGCAAGAAGCTGTCAGACACTTTCCTAGACCATGGCTTTATAGCTTAGGACAATATATCTATGAAACATATGGGGATACTTGGGCAGGAGTGGAAGCCATAATAAGAATTCTGCAACAACTGCTGTTTATTCATTTCAGAATTGGGTG
TCAGCATAGCAGAATAGGCATTTTGAGACAGAGAAGAACAAGAAATGGATCCAGTAGATCCTAAACTAGAGCCTTGGAAGCATCCAGGAAGTCAGCCTAAGACTGCTTGTAACAATTGCTATTGTAAAAAGTGCTGCTTTCATTGCCAAGTTTGTTTCAC
AAAAAAAGGCTTAGGCATCTTCTATGGCAGGAAGAAGCGAAGACAGCGACGAAGCGCTCCTCAGAGCAGTGAGGATCATCAAAATCCTATATCAAAGCAGTAAGTAGTAAATGTAATGCAATCTTTAATCATTCTAGCAATAGTAGCCTTAGTAGTAGCA
GCAATAATAGCAATAATTGTGTGGACCATAGTATTCATAGAATATAGAAAAATATTAAGACAGAGAAAAATAGACAGATTAATTGATAGAATAAGAGAAAGAGCAGAAGACAGTGGCAATGAGAGTGATGGGGATCAGGAAGAATTGGCGGCATTTATGG
AGATGGGGCACGATGCTCCTTGGAATGTTGATGATCTGTAGGGCTGTAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAGGTACATAATGTTT
GGGCTACACATGCCTGTGTACCTACAGACCCCAGCCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTT
GACCCCACTCTGTGTCACTTTAGAATGTACAGATGCTAAGAATAGTAGTACAAATGCTACGAATGGTGCCCACAATAATACCTACCTTGAGGGCATGGATAAGGAAATAAAAAATTGCTCTTTTAATACAACCACAGTAATAAGAGATAGAAAGCAGACA
GGGTATGCACTTTTTTATAGACTTGATGTAGTACCACTTGGTGAGAGGAACTCTAGTGGGAACTCTAGTGGGTATTATACATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATCCACTATTGCA
CTCCAGCTGGTTATGCACTTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGATAAAATAATAAT
TAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAACCAATCTGTAGAAATTGTATGCACAAGACCCAACAATAATACGAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATA
AGACAAGCATATTGTATCATTAATGGAAGTCAATGGAATGATACTTTACAAAGAGTAAGTAAAAAATTAGCAGAACACTTCCCAAATAAAACAATAATATTTAATTCATCCTCAGGGGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAG
AATTTTTCTATTGTAATACATCAAAATTGTTTAATAGTACATACATGTCTAATGGTACATTCATGTTTAATGGTACAGACAGTAATTCAACCTCAAACATCACAATCCCCTGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTGGTACGTGATGGAGGAGAAGGGAATGAGACACAAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATAT
AAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCTCCCACTGGAGCAAAAAGGAGAGCGGTGGAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGA
CGGTACAGGCCAGACAATTGCTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATTAAGCAGCTCCAGACACGAGTCCTGGCTATAGAAAGATACCTAAAAGAGCAACA
GCTCCTAGGGCTTTGGGGCTGCTCAGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGAACAGATTTGGAATCACACGACTTGGATGCAATGGGATAAGGAAATTAGTAATTACACAGACTTAATATACAGT
TTGATTGAAGAATCGCAAAACCAGCAGGAAAGGAATGAAAAGGATCTATTAGAATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATATCAAATTGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAA
TTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTCAGATCCCTACCCAGAACCCAGGGGGACTCGACAGGCTCGGAAGAATCGAAGAAGAAGGTGGAGAGCAAGACAAAGACAGATCCATTCGATTAGTGAACGG
ATTCTTAGCTCTTGCCTGGGACGATCTGCGGAACCTGTGCCTCTTCAGCTACCACCGCTTGAGAGACTTCATATTAGTGGTAGCGAGAGTGGTGGAACTTCTGGAACGCAACATTCTCAGGGGACTACAGAGGGGGTGGGAAGCCCTTAAATACCTGGGA
AGCCTTGTGCAGTACTGGGGTCAGGAGCTAAAAAAGAGTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGGCTTTTTAGGGGCATCGGCAACGTACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAAAATGGGGGGCAAGTGGTCAAAACGTAGCATAGTTGGATGGCCTGCTATAAGGGAAAGAATGAGAAGAACTCAGCCAGCAGCAGATAGGGTGGAAGCAGAATCTCGAGCAGCAGATGGAGTGGGAGCAGTATCTCGAGACC
TGGAAAGACATGGAGCAATCACAAGTAGCAATACAGCAACTACTAATGAGGCTTGTGCCTGGCTAGAAGCACAGGAGGAGGAGGAGGTGGGTTTTCCAGTCAGACCTCAGGTACCTTTAAAACCAATGACTTACAAGGCAGCTGTAGATCTTAGCTTCTT
TTTAAAAGAAAAGGGGGGACTGGAAGGGTTAATTTACTCTAAGAAAAGACAAGAGATCCTTGATTTGTGGGTCTATCACACACAAGGCTACTTCCCTGACTGGCAAAACTACACACCAGGACCAGGGATCAGATTCCCACTGACCTTTGGGTGGTGCTTC
AAGCTAGTACCAGTTGACCCAAGGGAAGTGGAAGAGACCAACGAAGGAGAAGACAACTGCCTGCTACACCCTGTGTGCCAGCATGGAATGGAGGATGAACACAGAGAAGTCTTAAAGTGGAAGTTTGACAGTCACCTAGCACGCAGACACATGGCCCGCG
AACTACATCCGGAGTTTTACAAAGACTGCTGACACAGAAGGGACTTTCCGCGGGGACTTTCCACTGGGGCGTTCTGGGAGGTGTGGTCTGGGCGGGACTGGGAGTGGTCAACCCTCAGATGCTGCATATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTC
TCTAGTTGGACCAGATCTGAGCCTGGGAGCTCTCTGGCTATCTCGCGAACC
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DNA --> RNA --> protein
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• Proteins are linear polymers

• Built from 20 amino acids

• Can be represented as string of 20 symbols
      
          ACDEFGHIKLMNPQRSTVWY

Symbolic representation of protein structure
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NCBI databases

http://www.ncbi.nlm.nih.gov/
http://www.ncbi.nlm.nih.gov/
http://www.ncbi.nlm.nih.gov/
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NCBI databases: Genbank feature table
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NCBI databases: fasta format
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FASTA file: DNA sequence
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FASTA file: protein sequence


